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ProteomeBinders: A European Infrastructure of Ligand 
Binding Molecules against the Human Proteome

The study of the human genome has taken biomedical science to a different and altogether more personal level 
than most other areas of research. It analyses the material that determines much of our health, enabling scientists 
to pinpoint some of the underlying genetic causes of certain diseases. However, genes do their work through the 
proteins they encode. Therefore, finding effective ways of treatment requires a detailed understanding of the 
presence or absence, behaviour and whereabouts of the proteins in our bodies. The EU-funded ProteomeBinders 
project, which started in March 2006, aims to understand the functioning of the human genome by studying its 
proteins. Specifically, the project aims to provide the tools required to detect and characterise all the relevant 
proteins in tissues and fluids in health and disease.

Studying the book of life•	
The ProteomeBinders project sets 
the stage for the establishment 
of an open-access resource of 
binding molecules for detection of 
the human proteome, as well as the 
necessary tools to study proteome 
function and organisation. The 
study of the proteome, the full set 
of over 100 000 proteins specified 
by the DNA of the human genome, 
requires a comprehensive, 
standardised collection of specific 
protein-binding molecules. To 
date, antibodies are the most 
widely-used protein-binders, but 
novel binder types have significant 
advantages and are being carefully 
evaluated. The ProteomeBinders 
consortium coordinates the planning for a new European 
resource by reviewing existing infrastructures, comparing 
technologies and production methods, standardising tools and 
applications and establishing consistent and comprehensive 
database standards. ProteomeBinders is one of the most 
ambitious genome-scale projects in Europe which in future 
project stages ultimately aims to produce and collect hundreds 
of thousands of specific binders. Such a binder resource 
promises to be of huge advantage to the research, medical and 
biotechnology communities.

Binding proteomic researchers together•	
The ProteomeBinders Coordination Action is composed of 
interlinked networking activities, which identify the steps and 
resources necessary to build a large binder collection, create and 
refine research tools using large sets of binders, link the binders 
and binder tools to specific biomedical applications and develop 
a database to make information on the binders available to the 
scientific community. Project management coordinates the overall 
resource planning, dissemination and personnel exchanges. Many 
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of the partners have close ties with SMEs that work in this field. 
Both sides benefit from the dissemination platform, which offers 
knowledge, material inventories and protocols from the individual 
partners to the whole consortium and beyond. In addition, the 
ProteomeBinders consortium coordinates benchmarking studies 
comparing data on the production, properties and applications of 
binders, and establishes standards and protocols for methods and 
reagents. It holds regular open workshops, attracting participants 

from academia and industry, and has set up the public web-
portals Antibodypedia (www.antibodypedia.org) and MolMeth 
(www.molmeth.org). The project also increases mobility among 
the participating partners. With 23 EU partners and 2 partners 
from the US, ProteomeBinders advocates the organisation of 
an infrastructure of binders; available at cost and with no restrictions 
for research use. There is currently no other European platform for the 
systematic generation and quality control of these essential reagents.
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