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Crisis in protein annotation

http://www.genomesonline.org/
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 % Majority of proteins 

will never be manually  
annotated! D.Frishman 
(TU Munich)

There is an urgent need in 
developing
tools for making use of the vast 
(meta)genomic data



The pipeline for solution:

• Development of new bioinformatics tools

• Analysis of (meta)genomic data taken in to the environmental context and 
modelling 

• Experimental validation and improvement of the in silico annotation

• Activity-driven discovery of the new protein diversity space,

and based thereof,

• New biotechnological applications
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